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Figure 5 (oont) 

affaataatfftaattcaatcaaaccrsrtffgtggattttcffaaatacacaatffattcctcctccgat 

gaacggctacgatcagtatcttcttcoatcagatcatcatcagaggagccaaggtttcctctat 

gatcatagaatcgctagagaagcttcagtttctgottetagtaatactafctaatcettatttca 

acgaggcaaeaaatcatacggtaccaagtatagtccatttattaatoctcatatataggtatat 

atgtatataaccgttgatcttatttgatttaactggtgggtttagggaceaatggaggaatttg 

ggagctacatggaaggaaacectagaaatggateaggaggtgtgaaggagcaegagttttttcc 

ggggaaatatggtgaaagagtttcagtggtggataaaaogtcgtoactcgtaggtgattgcagt 

cat^ataccattgatttgtccttgaagetttaaatgttttatctttctatattgatttaaaoaa 

aatcgtctctfctaaagaaaaaacattttaagtagatgaaagtaagaaacagaagaaaaaaaaga 

gagagccttttttggtgtatgcatetgagagctgagtcgaaagaaagattcagattttggatta 

cccttttggttgtttattatgagattotaacctaaacactcagacatatatgttotgttctctt 
ccttaattgttgtcatgaaacttctc 
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Figure 5 (cont) 



agaaaaaaaaaacacatataactgcgagtctgcgactgtaactggacttgcttattttagttga 

catgagctgagtaaaatcacgtcgtcccagaccttgctcgccaeaatcggcgaatggtctaacg 

tcccgacacctgtcctcgatccgcgggtactatattctttgcaatgtgatgcacgcgctgttac 

tattggacagtgtttctcacctcacgactgagcctatgcgagtagcgacaatctccgatttgct 

gtctccatggtagggattatcacaatctctgattttttctatcaggaacaagtaaataaatagc 

tttgagtttttgttttctttctacattcttcgcccaaaagatgtaagaaaataaaggatctgaa 

accttgttctgttgttactcctttaaattcttaaaaactataaatcattatatcthtgatctgt 

ttcacaaactaatcatattcgccgcaaagtgagaattcgtcccactttactctttacaccgata 

ctagtattatagatgtacagcatagtattccatatctagttatttagtcaaaactctatatatt 

aagaggtaggttaaccaattaaggagtaattgaagattatagaaagaataaaaaataccattta 

atggacagaaccaaagataactaactaccatactataatgttgaatttcttccacgatccaatg 

catggataacaacatcaatcaaatcatacattcatgctatataacatagttcccagttacaaac 

tctctttcttatttatttcagttgttccttttcatgaccatattaacatcaaataatgcatttt 

tttcaacgtctcttgacttacacccaccaatattgacaaatLgaacatctatacgactatacac 

acataagttaaaaatgcatgcaagtgctaagggaatttataacatctaaggttaacaagactaa 

gaaagtataaaataagaatacgtactatgaatttatgatatactttactaatctttttgaaaaa 

tactttaatttaatctactatagggggtaaaaagtaaaaaagaaataaagacacgttcatccgc 

atatagtacctggaaataacagaaaataaaaacacaggtaagtactttgcctgagctagtatat 

gaacactaaagagatacacacacacaaaaagagagcagaaacaaaacacacacacttaaagctt 
tcgtctttacctc 

' -fl 

ttcccttctctctctctatotaaaaagagttccgagaagaagatcateatcaatggooacttct 
ctcttcttoatgtcaacagatcaaaactccgtcggaaacecaaacgatcttctgagaaacaccc 
gtcttgtcgtcaacagctccggcgagatccggacagagacactgaagagtcgtggtcggaaacc 
aggatcgaagacaggtcagcaanaacagaagaaaeeaacgttgagaggaatgggcgtagcaaag 
ctcgagcgtcagagaafcegaagaagaaaagaagcaactcgccgocgccacagtcggagacacgt 
catcagtagcatcgacctctaacaacgotacccgtttaoccgtaccggtagacccgggtgttgt 
gctacaaggcttcccaagctcactcgggagcaacaggatctattgtggcggagtcgggtcgggt 
caggttatgatcgacccggttatttcfcccatggggttttflttgagacctCGtccactactcatg 
agctctcttcaatctcaaatcctcaaatgtttaaogcfctettccaataatcgctgtgacacttg 
cttcaaggcttgtttgttttttaatcgttttcatcaacatgattgatatacacatagcttttgc 
acttgaaaaagttttgatttr.tattcatgtaaaaaactgcagaagaaacgtttggatggtgatc 
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cggatcccaagaatctttctatgcctgcctaaaccoagcaatataaatcaaaccttcacacgct 
tcggttcttctttacacgtgccggaaaaaaaaccctagtagtagccgcccaatgaccatctaaa 
gtggtccccgtgatgacacgtgtcagttggaccactatccgtaacttaacatgaaagcacatgt 
ggggtccctctttcgtcctttgccctaccagttccctgtcctagcccacaatacaatctacgcg 
gtatctat^tcaaagtttacctagctattttccgaaatagaaagcatatacttccatctatttt 
tgaacaaattaaacttggtagaaataaaatctttcgatattgatttatttcgatttagtgtaat 
tctattatcatctegcgtgtcattctaggcttatagcaacagtgtaggtatgttgcaatgttgg 
gttggtcatgccgtttggatttatttccagtgattaattcagattttatttttcttcttaatta 
tctacgtataacaaaatctcgctaaccgcagagtgaatttgcatgtcactcatgaatgtttcga 
gtataagaagtgagtaatttgttttataaatatatgaacttatgaagatacatattgaagttgt 
tttgtttgggggraaaaaaggttatttgagtgttotatgataactttactcagaaaacgtactt 
agcaaaggtaattcgaagtacctttggaatcgagtaaatactgataactagaaaaaataagata 
cataatggagaaataattaaatatatttgtatttcttttttgtttaacaacgtacgttttatta 
ttagccagtatacatttacaacggttacgtagatcatataatagccatttaagatgcacaacat 
ctcatctggt tact tea tttatataaaaaaaaaacgaaatctcaacacatagtaatgtataatt 
acttcagtggggcttctcttaagacttgtattgagaatatccatataaaacaaactttgtatta 
agataattaaaattttctaatagtaggtattgggctgaagccaagattaacatggaggcagctt 
taaaatgtttccttatatgatgcagccatcatttctactctactccgtagctccaaacccttct 
cgtaattcacgtctctcatgctattctttttgctttcgtcctcctctcatgtgaagcaataact 
atctctcgattcttttnttcaaataccgaaagctaactttttcaaataaatgtcaaatatatta 
attttcgttttgtacttagtattttatttgtcagctaagtatagtgagtttttaagcttacccg 
tcgtatttatcatatattcatatacatatcacattagtcaaagtaaataaaaatttgtttttga 
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Met Ala Thr Ser Leu Phe Phe Mel Ser Thr Asp Gin Asn Ser Val Gly Asn Pro Asn Asp 

15 10 15 20 

Ijcu Leu Lrg Asn Thr Arg. Leu Val Val Asn Scr Scr Gly Glu He Arg Thr Glu Thr Leu 

25 30 35 40 

Lys Scr Arg Gly Arg Lys Pro Gly Scr Lys Thr Gly GJn Gin Lys Gin Lys Lys Pro Thr 
45 50 55 60 

Leu Arg Gly Met Gly Val Ala Lys Leu Glu Arg Gin Arg He Glu Glu Glu Lys Lys Gin 

65 70 75 80 

Leu Ala Ala Ala Thr Val Gly Asp Thr Scr Scr Val Ala Scr He Ser Asn Asn Ala Thr 

85 90 95 100 

Arg Leu Pro Val Pro Val Asp Pro Gly Val Val Leu Gin Gly Phe Pro Ser Ser Leu Gly 

105 110 115 120 

Ser Asn Arg He Tyr Cys Gly Gly Val Gly Ser Gly Gin Val Met Dc Asp Pro Val He 
125 130 135 140 

Ser Pro Tip Gly Phe Val Glu Thr Ser Ser Thr Thr IBs Glu Leu Ser Ser He Scr Asn 
145 150 155 160 

Pro Gin Met Phe Asn Ala Ser Scr Asn Asn Arg Cys Asp Thr Cys Phe Lys Lys Lys Arg 
165 170 175 180 

Leu Asp Gly Asp Gin Asn Asn Val Val Arg Ser Asn Gly Gly Gly Phe Ser Lys Tyr Thr 
185 190 195 200 

Met Ue Pro Pro Pro Mei Asn Gly Tyr Asp Gin Tyr Leu Leu Gin Ser Asp His His Gin 
205 210 215 220 

Arg Ser Gin Gly Phe Leu Tyr Asp His Arg Tie Ala Arg Ala Ala Ser Val Scr Ala Ser 

225 230 235 240 

Scr Thr Thr He Aim Pro Tyr Phe Asn Glu Ala Thr Asn His Thr Gly Pro Met Glu Glu 
245 250 255 260 

Phe GJy Ser Tyr Met Glu Gly Asn Pro Arg Asn Gly Ser Gly Gly Val Lys Glu Tyr Glu 
265 270 275 280 

Phe Phe Pro Gly Lys Tyr Gly Glu Arg Val Ser Val Val Ala Thr Thr Ser Ser Leu Val 
285 290 295 300 

Gly Asp Cys Scr Pro Asn Thr Be Asp Leu Ser Leu Lys Leu 
305 310 
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CACACTTAAAGCTTrcGTCTTTACCTCTTGCCTTCTCTCTCTGTATC^ 64 
A^GATCATCATCAATGGCGACTT^ "° 

acccwScgatcttctgagw \ll 

ACGTTGA^GGAATGGGTCTAGCAAAGCTCGAGCGTCA^^ 320 

ACCCGTACCGGTAGACCCGGGTGT^ JJJ 
ATCTATTGTGGTCXJAGTCGGGTCGGGTCAGGTTAT^ 512 

TTCTTGAGACCTCCTCCACTACTCATC 
TTCrTCCAATAATCGCTGTGACACTTGCTTCAAGAAG^ 

acgatc^gtatcttcttcaatcagatcatcatc 032 

AA^CTAGAOCAGCTTCAGTTTCTGCarrCTACra "t 
CAG^GGTGTGAAGGAGTACGAGTTTTTTCCGCKQAAATATGGTGA^ 

GAGTCGAAAGAAAGATTCAGCTTTTGGATTACCCTTTTC ^ 
AAACACTCAGACATATATGTTCTGTTCTCTTCCTTAATTGT^ 

aaaaaaaaaaaaaaaaaaaaaa 
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S 1 of Che SPL gene 

gtagcatcga tctctaacaa cgctacccgt ttacccgtac cggtagaccc gggtgttgt 59 
3' of Ds element 

S£ka<«cagggat gaaaacggtc ggtaacggrte ggtaaaatac 

tacgggattt ttcccatcct actttcatcc cao»>g$taeaa ggcttcccaa 

5 • of • Da element 

gctcatcggg agcaacagga tctattgtgg tggagtcggg tcgggtcagg ttatgatcga 
cccggttatt tctccatggg gttttgttga gacctcctcc actactcatg agctctctte a 

FIG. 1A. 
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cagggat gaaaacggtc ggtaacggtc ggtaaaatac tacgggattt ttcccatcct 
actttcatcc egg 



FIG. IB. 
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Figure 5 (oont) 

agaataatfftraattcoatcaaaecrgtggtggattttcffaaatacacaatcrBttcctcctccgat 
gaacggctacg&taagtatcctcttcaatcagatcatcatcagaggagccaaggtttcetetat 
gatcatagaatcgctagagoagcttcagtttctgottctagtaatactattaatccttatttca 
acgaggcaacaaatcatacggtactaagtatagtccatetattaaeactcatatataggtatat 
atgtatataaccgttgatcttatctgatittaaccggtgggtttaggaaoca&tggaagaatittg 
ggagctacatggaaggaaaccctagaaatggatcaggaggcgtgaaggagt^cgagttttttcc 
ggggaaatatgg^gaaagagtttcagtggtggctaaAaogtogtaactcgtaagtgattgcagt 
cotaataccatefcgattstgtoottgaaget ttaa atgttttatctttctatattcrattetaaaoAA 
aatcgtctctttaaagaaaaaacacttt:aagtagatgaaagtaagaa.acagugaaaaaaaaga 
gagagccttttttggtgcatgcatctgaaagctgagtcgaaagaaagattcagattttggatta 
ooottttggttgttcat^atgagattotaacctaaacaotcagacatatatgttotgttctctt 
ccttaattgttgtcatgaaaottctc 
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Figure 5 (cont) 

agaaaaaaaaaatacatataactgcgagtctgcgactgtaactggacctgcttattttagttga 
tatgagccgagtaaaatcacgttgtcccagaccttgctcgccaeaatcggcgaatggtctaacg 
ccccgacacctgtcctcgatccgcgggtactatattctttgcaatgtgatgcacgcgctgttac 
tathggacagtgtttctcacctcacgactgagcctatgcgagtagcgacaatctccgatttgct 
gtctccatggtagggattatcacaatctctgattttttttatcaggaacaagtaaataaatagc 
tttgagtttttgttttttttctacattcttcgcccaaaagatgtaagaaaataaaggatttgaa 
accttgttctgttgttactcctttaaattcttaELaaactataaatcattatatctttgatctgt 
ttcacaaactaatcatattcgttgcaaagtgagaattcgtcccacttitaccctttacaccgata 
ctagtattatagatgtacagcatagtattccatatctagttatttagtcaaaactctatatatt 
aagaggtaggttaactaattaaggagtaattgaagattatagaaagaafcaaaaaataccattta 
atggacagaaccaaagataactaactatcatactataatgttgaatttcttccacgatccaatg 
catggataacaacatcaaccaaatcatacattcatgctatataacatagttcccagttacaaac 
tctctttcttatttatttcagttgttGcttttcatgaccatattaacatcaaataatgcatttt 
t ctcaacgtctctcgacttacacccactaatattgacaaattgaacatctatacgactatacac 
acataagttaaaaatgcatgcaagtgctaagggaatttataacatctaaggttaacaagactaa 
gaaagtataaaataagaatacgtatcatgaatttatgatatactttactaatctttttgaaaaa 
tactttaatttaatctactatagggggtaaaaagtaaaaaagaaataaagatacgtteatccgc 
atatagtacctggaaataacagaaaataaaaacacaggtaagtactttgcctgagctagtatat 
gaacactaaagagatacacacacacaaaaagagagcagaaacaaaacacacacacfcta&agctt 
tcgtctttacctc 

ttcccttctctctctctatctaaaaagagttccgagaagaagatcatcatcaatggogacccct 
ctcttcttoatgtca&cagatcaaaacfcccgtcggaaacccaaacgatcttctgagaaacaccc 
g^cttgtcgtcaacagctccggcgagatccggacagagacactgaagagfccgtggtcggaaacc 
aggatcgaagacaggtcagcaaaaacagaagaaaccaacgttgagaggaatgggtgtagcaaag 
ctcgagcgtcaffagaatcgaagaagaaaagaagcaactcgccgccgcca'cagtcggagacacgt 
catcagtagcatcgacctctaacaacgctacccgtttaaccgtaccggtagacccgggtgttgt 
gctacaaggcttcccaagctcactcgggagcaacaggatct:attgt;ggcggagt.cgggtcgggt 
oaggttatgatcgacccggttatttctccatggggttttgttgaflfacctcctccactactcatg 
agctctcttcaatctcaaatcctcaaatgtttaaogcttcttccaataatcgctgtgacacttg 
cttcaaggcttgtttgttttttaatcgttttcatcaacatgattgatatatacatagcttttgc 
acctgaaaaagntttgatttr.tattcatgtaaaaaactgcagaagaaacgtttggatggtgatc 
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FIGURE 5 
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cggatcccaagaatctttctatgcctgcctaaacceagcaatataLaatcaaaccttcacacgct 
^ tcggttcttctttacacgtgccggaaaaaaaaccctagtagtagccgcccaatgaccatctaaa 
gtggtccccgtgatgacacgtgtcagttggaccactatccgtaacttaacatgaaagcacatgt 
ggggtccctctttcgtcctctgccctaccagttccctgtcctagcccacaatacaatctacgcg 
gtatctatatcaaagtttatctagctattttccgaaatagaaagcatatacttccatctatttt 
tgaacaaattaaacttggtagaaataaaatctttcgatattgatttatttcgatttagtgtaat 
tctattatcatctcgcgtgtcattctaggcttatagcaacagtgtaggtatgttgcaatgttgg 
gttggtcatgccgtttggatttatttccagtgattaattcagattttatttttcttcttaatta 
tctacgtataacaaaatctcgctaaccgcagagtgaatttgcatgtcactcatgaatgtcccga 
gtataagaagtgagtaatttgttttataaatatatgaacttatgaagatacatactgaagttgt 
tctgtttgggggcaaaaaaggttatttgagcgttatatgataactttactcagaaaacgtactt 
agcaaaggtaattcgaagtacctttggaatcgagtaaatactgataactagaaaaaataagata 
cataatggagaaataattaaatatacttgtatttcttttttgtttaacaacgtacgttttatta 
ttagccagtacacatttacaacggttacgtagaccatataatagccatttaagatgtacaacat 
ctcatctggttacttcatttatataaaaaaaaaacgaaatctcaacacatagtaacgtataatt 
acttcagtggggcttctcttaagacttgtattgagaatatccatataaaacaaactttgtatta 
agataattaaaattttctaatagtaggtattgggctgaagccaagattaacatggaggcagctt 
taaaatgtttccttatatgatgcagccatcatttctactctactccgtagctccaaacccttct 
cgtaattcacgtctctcatgctattctttttgctttcgtcctcctctcatgtgaagcaataact 
atctctcgatttCCtccttcaaataccgaaagctaactttttcaaataaatgtcaaatatatta 
attttcgttttgtacttagtattttatttgtcagctaagtatagtgagtttttaagcttacccg 
tcgtatccatcatatattcatatacatatcacattagtcaaagtaaataaaaatttgttcctga 
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Met Ala Thr Ser Leu Phe Phe Mel Ser Thr Asp Gin Am Scf Val Gly Asn Pro Asn Asp 

1 5 10 -15 20 

Ixu Leu Lrg Asn Thr Arg Leu Val Val Asn Ser Ser Gly Oh Be Arg Thr Glu Thr Leu 

25 30 35 40 

Lys Scr Arg Gly Arg Lys Pro Gly Ser Lys Thr Oly Gin Gin Lys Gin Lys Lys Pro Thr 

45 50 55 60 

Leu Arg Gly Met Oly Val AlaLys Leu Glu Arg Gin Arg Dc Glu Glu Glu Lys Lys On 

65 70 75 80 

Leu Ala Ala Ala Thr Val Gry Asp Thr Scr Scr Val Ala Scr He Ser Aim Asn Ala Thr 

85 90 95 100 

Arc Leu Pro Val Pro Val Asp Pro Gly Val Val Leu Gin Gly Phe Pro Ser Ser Leu Gly 

105 UO H5 120 

Ser Asn Arg He Tyr Cys Gly Gly Val Gly Ser Gly Gin Val Met De Asp Pro Val lie 
125 130 135 140 

Ser Pro Trp Gly Phe Val Glu Thr Ser Ser Thr Thr His Glu Leu Ser Ser Be Ser Asn 

145 150 155 160 

Pro Gin Met Phe Asn Ala Ser Ser Asn Asn Arg Cys Asp Thr Cys Phe Lys Lys Lys Arg 

165 170 175 180 

Leu Asp Gly Asp Gin Asn Asn Val Val Arg Ser Asn Gly Oly Gly Phe Ser Lys Tyr Thr 

185 190 »95 200 

Met lie Pro Pro Pro Mei Asn Gly Tyr Asp Gin Tyr Leu Leu Gin Ser Asp His His Gin 
205 210 215 220 

Are Ser Gin Gly Phe Leu Tyr Asp His Arg lie Ala Arg Ala Ala Ser Val Ser Ala Ser 

* 225 230 235 240 

Ser Thr Thr Tie Asn Pro Tyr Phe Asn Glu Ala Thr Asn His Thr Gly Pro Met Glu Glu 
245 250 255 260 

Phe Gly Ser Tyr Met Glu Gly Asn Pro Arg Asn Gly Ser Gly Gly Val Lys Glu Tyr Glu 

265 270 275 280 

Phe Phe Pro Gly Lys Tyr Gly Glu Arg Val Ser Val Val Ala Thr Thr Ser Ser Leu Val 

285 290 295 300 

Gly Asp Cys Ser Pro Asn Thr lie Asp Leu Ser Leu Lys Leu 

305 310 
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CAGACTTAAAGCTTTCGTCTTTACCTCTTC 

AGAAGATCATCATCAATGGCGACTTCTCTCTTCTTCATGTC^ 

ACCCAAACGATCITCTGAGAAACACCCGTCTTC 

(^CAC1\SAAC^GTCGTGGTCGGAAACCAGGATCGAAG^ 

ACGTTGAC^GGAATGGGTGTAGCAAAGCTCGAG 

TCGCCGCCGCCACAGTCGGAGACACGTCATCAGTAGCATCGATCTCT^ 

ACCCGTACXrGGTAGACTCGGGTGTTGTCCTACAAK 

ATCTATTGTGGTGGAGTCGGGTCGGGTCAGGTT 

TTGTTGAGACCTCCTCGACTACTCATGAGCTCT 

TTCTTCCAATAATCGCTGTGACACTTGCITC^ 

GTAGTTCGATCCAACGGTGGTGGATTTTCGAAAT^ 

ACGATCAGTATCTTCTTCAATCAGATCATCAT^ 

AATCGCTAGAGCAGCTTCAGTTTCTGCTTCTAGTAC^ 

ACAAATCATACGGGACCAATGGAGGAATTTGGQAGCTACATTO 

CAGGAGGTGTGAAGGAGTACGAGTTTTTTCCO 

tacaacgtcgtcactcgtaggtgattgcagtcctaataccm 

ATOTTTTATCTTTCTAT^^ 

GATGAAAGTAAGAAACAGAAGAAAAAAAAGAGAGAGCCTTTTTTGGTGTATG 
GAGTCGAAAGAAAGATTCAGCTTTTGGATTACCCTTTTGGTTG 
AAACACTCAGACATATATGTTCTGTTCTCrrC^^ 
AAAAAAAAAAAAAAAAAAAAAA 
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5 1 of che SPL gene 

gtagcatcga tctctaacaa cgctacccgr ttacccgtac cggtagaccc gggtgttgt S9 
3* of Os element 

qgta <«caq<rgat gaaaacggtc ggtaacggtc ggtaaaatac — -~ — — 

-Da element- — — — — 



tacgggattt ttcecatcct actttcatce cgg>»fiCXAcaa ggcttcccaa 

5' of D3 element 

gctcatcggg agcaacagga tctattgtgg tggagtcggg tcgggtcagg ttatgatcga 
cccggttatt tctccatggg gttttgttga gacctcctcc actactcatg agctctecte a 

FIG. 1A. 
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cagggat gaaaacggtc ggtaacggtc ggtaaaatac racgggattt ttcccatcct 
actttcatcc egg 



FIG. IB. 



